Heureux celui ..
.. qui plane sur Ia vie, et comprend sans effort
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[LES REGULATEURS DU DEVELOPPEMENT DE LA FLEUR
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ETONNANTS POINTS COMMUNS

MP/ARF5 model LEAFY model MADS-domain TF model
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LA SYNTAXE DES ARF
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LA SYNTAXE DES MADS
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LA OU VA LEAFY

* DAP-seq =2 In vitro
* ChIP-seq = In vivo
* Predicted binding sites
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DAP-SEQ VS CHIP-SEQ
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EVOLUTION

Klebsormidiales

Coleochaetophyce:
Zygnematophyceat
Charophyce

Hornworts

8 Type ll

Liverworts
Ferns

Gymnosperms

Angiosperms
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